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Lawsonia intracellularis 



<400> 1 

Met Lys Val Lys Thr Leu Ser Met Ala lie Leu Ala tys Leu Leu Val 
1 5 10 / lb 

Ala Asn Ser Ala Phe Ser Ala Asp Phe Pro lie cly Val Phe Asn Ser 
20 25 / 30 



;in Ser lie Ala Met Glu Ser Glu Ala Ala 
35 40 



Ala Ala Gin Lys Lys 
45 



Leu Gin Ser Glu Phe Gly Asn Glu Lys Thr/Gln Leu Glu Lys Gin Ala 
50 55 / 60 

Lys Asp Leu Gin Thr Lys Ala Asp Asp A.eu Gin Ala Lys Ser Ala Ala 
65 70 / 75 80 

Met Ser Asn Gin Ala Arg Glu Asp }/ys Gin Arg Glu Phe Leu Glu Leu 
85 / 90 95 

Arg Arg Asn Phe Glu Glu Lys Sat Arg Asp Phe Ala lie Arg Val Glu 
100 / 105 110 

Gin Ala Glu Asn Thr Leu Arg/Gln Tyr Leu Ala Glu Gin lie Tyr Leu 
115 / 120 125 

Ala Ala Glu Thr lie Ala Lys Lys Lys Gly Leu Lys Leu Val Leu Asp 
130 /l35 140 



Ser Ala Ser Gly Ser vAl Met Tyr Leu Glu Lys Asn Leu Asp lie Thr 
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Lys Glu lie Leu Giu Ala lie Asn Ala Ala Trp Lys Lys Gly/Giy Ser 

165 170 / 175 

Lys Leu Pre Glu Met Ala Asn Arg Lys Lys 
180 185 



<210> 1 
<211> 561 
<212> DNA 

<213> Lawsonia intracellularis 

<220> 

<221> CDS 

<222> <l; . . (558) 



<400> 1 

atg aaa gta aaa act ctt tec atg get att tto^ get tgt tta tta gta 

Met Lys Val Lys Thr Leu Ser Met Ala lie Led Ala Cys Leu Leu Val 

1 5 10 / 15 



48 



get aac agt gca ttt teg get gac ttc cct/att ggt gtc ttt aat tot 96 

Ala Asn Ser Ala Phe Ser Ala Asp Phe ProT lie Gly Val Phe Asn Ser 

20 25 / 30 

caa tee att gee atg gag agt gaa gca ygct aag gee get eaa aaa aaa 144 

Gin Ser lie Ala Met Glu Ser Glu Ala/Ala Lys Ala Ala Gin Lys Lys 

35 40 / 45 



rta eaa tea gaa ttt ggt aat gaa ^a aca eaa ett gaa aaa eaa gca 
Leu Gin Ser Glu Phe Gly Asn Glu >Lys Thr Gin Leu Glu Lys Gin Ala 
50 55 / 60 



192 



aaa gat trg caa aea aaa get afet gat tta eaa get aag tea gca get 240 
Lys Asp Leu Gin Thr Lys Ala Asp Asp Leu Gin Ala Lys Ser Ala Ala 
65 70 / 75 80 

atg tet aac caa gca egt gaa gat aaa eaa aga gaa ttt ctt gaa ett 288 
Met Ser Asn Gin Ala Arg GSlu Asp Lys Gin Arg Glu Phe Leu Glu Leu 
85 / 90 95 



cgt egt aac ttc gaa 
Arg Arg Asn Phe Glu 
100 



aaa tet egt gac ttt gca ata cgt grc gaa 336 
Lu Lys Ser Arg Asp Phe A.la lie Arg Val Glu 
105 110 
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caa g2Z gaa aac aca tta zgz caa zaz era get gaa caa aycc rar ctt 
Gin Ala Giu Asn Thr Leu .-.rg Gin Tyr Leu Ala Glu Gin /le Tyr Leu 
115 120 12: 



384 



get grt gaa act ata gca aaa aag aaa ggg tta aaa c^t gtt ctt gat 432 
Ala Ala Glu Thr lie Ala Lys Lys Lys Gly Leu Lys yLeu Val Leu Asp 
13-J 135 14( 

agt get agt gga agt gta atg tac ctt gaa aaa a4t eta gat att aca 480 
Ser Ala Ser Gly Ser Val Ket Tyr Leu Glu Lys Asn Leu Asp lie Thr 
145 . 150 15/ 160 

aaa gaa att ctt gaa gcc ata aat get gca /gg aaa aaa ggt gga agt 523 
Lys Glu lie Leu Glu Ala He Asn Ala Ala/prp lys Lys Gly Gly Ser 
lb::; 17/ 175 



aaa ctt cca gag atg gca aac egg aaa aaa taa 
Lys Leu Pro Glu Met Ala A.sn Arg Lys /Lys 
180 185 



561 



<21C> 3 
<211> 23 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Arti: 
<400> 3 

tttatteatt cagaaggagc tt: 



:ial Sequence : oliaonucleotide 



23 



<21C> A 
<211> 21 
<212> DNA 

<2i3> Artificial Sequence 

<220> 

<223> Descript ion/of Artificial Sequence : oligonucleotide 
<400> 4 

aagtttagca attt/ttgaaa g 



21 



